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S1Fig. Rad5 and Rdh54arenot required for normal Sphaseprogression of rrm3Δcells
after releasefrom 2hour exposureto 100mM HU.
S2Fig. Deletion of thenonessential HDA1, SET3, or MGM101genesdoesnot affect the
DNA damagesensitivity of therrm3Δmutant.
S3 Fig. Requirement of Mph1 in theabsenceof Rrm3.
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S4Fig. Effect of Rrm3on DNA replication.
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S1Table. Proteins in thechromatin fraction that undergo significant changesin cells lack-
ingRrm3
S2Table. Yeast strainsused in thisstudy
S3Table. Plasmidsused in thisstudy
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